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Supplementary Table S1. Primers used in the present study. 
 
Primer name Gene 

name 
Sequence 5’-3' Use 

Human OcaB -F OcaB CTGAGGTGGGAGGATGTGATGACG Evaluating OcaB 
expression in human 
adipose tissue 

Human OcaB -R OcaB CTCCGGAGCTGTGGGTTTTTG Evaluating OcaB 
expression in human 
adipose tissue 

Mouse OcaB -F OcaB CACGCCCAGTCACATTAAAGAA  Evaluating OcaB 
expression in mouse 
adipose tissue 

Mouse OcaB -R OcaB TGTGGATTTTTGCCAGAGCAT Evaluating OcaB 
expression in mouse 
adipose tissue 

CDS OcaB -R (P6) OcaB CATTCCGTGGCCCTACTAAA Genotyping PCR of the 
OcaB mice, WT  

CDS OcaB -F (P7) OcaB CCTGGCTTGAGAGTTCTTGG Genotyping PCR of the 
OcaB mice, common  

CDS-Neo-R (P8) OcaB GCCAGAGGCCACTTGTGTAG Genotyping PCR of the 
OcaB mice, KO 

Mouse IL-10-F IL-10 CTTACTGACTGGCATGAGGATCA Measuring mouse IL-10 
expression 

Mouse IL-10-R IL-10 GCAGCTCTAGGAGCATGTGG Measuring mouse IL-10 
expression 

Mouse IL-6-F IL-6 AGTTGCCTTCTTGGGACTGA Measuring mouse IL-6 
expression 

Mouse IL-6-R IL-6 CAGAATTGCCATTGCACAAC Measuring mouse IL-6 
expression 

Mouse Actin-F Actb CTCTAGACTTCGAGCAGGAG 
  

Housekeeping gene 

Mouse Actin-R Actb AGAGTACTTGCGCTCAGGAG 
 

Housekeeping gene 

Mouse GAPDH-F GAPDH ACGGCAAATTCAACGGCACAGTCA 
 

Housekeeping gene 

Mouse GAPDH-R GAPDH TGGGGGCATCGGCAGAAGG 
 

House keeping gene 
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Supplementary Figure S1. Gating strategy for analysis of cellular content of stroma vascular 
fraction in WAT. 
Single cells were isolated with FSC-H vs FSC-A profiles. Lymphocyte gate was defined on small size 
(FSC-low) and low granulosity (SSC-low) cells. (a) Events were plotted on CD19 against CD5 markers, 
then populations were investigated for IgM and IgD expression. B1-a cells were CD19+, CD5+, IgM+, 
IgD- ; B1-b cells were CD19+, CD5-, IgM+, IgD- and B2 cells were CD19+, CD5-, IgM-,  IgD+. All gates 
were set using FMO controls, shown in b and c. Isotypes for CD19, CD5, IgM and IgD are shown in d. 
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Supplementary Figure S2. No impact of aging on global frequencies of T lymphocytes and 
macrophages infiltrated in white adipose depots in mice.  
Frequencies of CD4+ and CD8+ T lymphocytes (a and d) and F4/80+/CD11b+/CD11c-macrophages (b 
and e) in the stroma vascular fraction of iWAT and eWAT of aging chow-fed male C57BL/6J mice 
(n=3) or 6 months old OcaB+/+ and OcaB-/- mice (n=3). *p < 0.05. (c and f) Counts of B1-a 
(CD19+CD5+IgM+IgD-), B1-b (CD19+CD5-IgM+IgD-), and B2 (CD19+CD5-IgM-IgD+) lymphocyte 
subtypes in BAT of aging chow-fed male C57BL/6J mice (n=3 per group) or 6 months old OcaB+/+ and 
OcaB-/- mice (n=3/group). 
 

 
 
Supplementary Figure S3. Immune characterization of OcaB +/+ and OcaB-/- mice on a pure 
C57BL/6J genetic background and exposed to Methanosphaera stadtmanae (MSS). 
Mice were instilled with 2 mg/mL of MSS three times a week for 3 weeks and euthanized four days 
after the last instillation. (a) Total immune cells numbers in bronchoalveolar lavage fluid (BALF). (b) 
Leukocyte subset numbers in BALF. (c) Lymphocyte subsets from lung homogenate. Results expressed 
as average ± SEM. * Represents statistical differences between Saline and MSS groups, and & 
represents statistical differences between genotypes within a given group, p <0.05. Four mice per group 
were analyzed. WT = OcaB+/+; KO = OcaB-/- littermates. 
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Supplementary Figure S4. Heat map of top analysis-ready genes identified using Ingenuity 
Pathway Analysis (IPA) in whole iWAT of 6 mo old OcaB +/+ and OcaB-/- mice. 
(a) Transcripts that were upregulated and downregulated are shown in blue and yellow, respectively. 
The columns represent WT (black bar, n=3) and OcaB-/- (red bar, n=4) mice. Each row represents a 
different probe tagging a specific gene indicated at the right. The heat map is scaled at the row level to 
compare expression profile between samples for a given probe. WT = OcaB+/+ littermates. (b) 
Expression levels of Nnmt in eWAT of 6 mo old OcaB +/+ and OcaB-/- mice. n = 4. 
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Supplementary Figure S5. Impact of irradiation on B lymphocytes in circulation and white 
adipose depots. 
Analysis of the presence of CD11b-/CD19+ B lymphocytes before (a-c) and 7 days after (d-f) irradiation 
in wild-type C57BL/6J male mice. (g) Compilation of data obtained in a-f. n = 3 per group. 
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Supplementary Figure S6. Replenishment of B lymphocytes population in OcaB-/- mice after 
transfer with OcaB +/+ bone marrow. 
Frequencies of CD19+ B lymphocytes in 6 months old irradiated OcaB +/+ and OcaB-/- recipients 
transferred with bone marrow from donor OcaB +/+ or OcaB -/- mice at the age of 2 months. Shown are 
representative dot blots of CD19+ B lymphocytes in (a) the spleen and (b) eWAT. WT = OcaB+/+; KO 
= OcaB-/- littermates. 
 

 
 


