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Supplementary Figure 1. Transfection efficiency in human primary skeletal muscle myotubes. 
Overexpression level of (A) miR-29a and (B) miR-29c was determined by qPCR (n=6). Transfection 
efficiency using (C) miR-29a inhibitor or (D) miR-29c inhibitor was estimated by qPCR, reflecting the 
inhibition capacities (n=6). Data is presented as mean ± SEM. *p<0.05.  
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Supplementary Figure 2. Relative expression of miR-29 family members in skeletal muscle. The 
relative expression of miR-29a, miR-29b and miR-29c was determined in (A) human vastus lateralis 
muscle (n=10), (B) primary human myotubes (n=6) and (C) mouse tibialis anterior muscle (n=10). Data 
is presented as mean ± SEM.  
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Supplementary Figure 3. Effect of exposure to either TNF� or palmitate on insulin-stimulated 
glucose incorporation into glycogen. Primary human muscle cells were treated for with either TNF or 
palmitate (A) 24 h (40 ng/ml TNF; 0.2 mM palmitate) or (B) 96 h (20 ng/ml TNF; 0.1 mM palmitate) 
and 14C-glucose incorporation into glycogen was assessed in the absence or presence of insulin (120 
nM) (n=4). #: Transfection effect; ¤: Insulin effect; ¥: Interaction. Data is presented as mean ± SEM. 
*p<0.05.  
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Supplementary Figure 4. Hexokinase activity in mouse tibalis anterior muscle. Hexokinase activity 
was assessed following overexpression of either (A) miR-29a or (B) miR-29c (n=10). Data is presented 
as mean ± SEM.  
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Supplementary Table 1. Primer Sequences  
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Supplementary Table 2. Antibodies Used  
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Supplementary Table 3. Quantification of Western blot analysis of primary human myotubes 
(A.U.) 
 

 

Myotubes were incubated in the absence (Basal) or presence of insulin (120 nM) for 10 min and 
phosphorylation of components of the canonical insulin signaling cascade were assessed by Western 
Blot. Myotubes were transfected with 20 nM of miR-29a or miR-29c Pre-miRNA Precursors or with 
negative control (NC) miRNA. Results are mean ± SEM. Quantification of data reported in Fig 2E for 
n=8. #: Transfection effect; ¤: Treatment effect; ¥: Interaction. * p<0.05 versus NC (Bonferroni post hoc 
test).  
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Supplementary Table 4. Quantification of Western blot analysis of primary human myotubes 
(A.U.) 
 

 

Myotubes were transfected with 20 nM of miR-29a or miR-29c Pre-miRNA Precursors or with negative 
control (NC) miRNA and protein abundance of components of the canonical insulin signaling cascade 
were assessed by Western Blot. Results are mean ± SEM. Quantification of data reported in Fig 2E for 
n=8. * p<0.05 versus NC (paired Student’s t-test).  
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Supplementary Table 5. Quantification of Western blot analysis of tibialis anterior mouse muscle 
(A.U.)  
 

 

Mouse tibialis anterior muscle was electroporated with vectors expressing either pri-miR-29a (OE 29a) 
or pri-miR-29c (OE 29c) and a control vector in the contralateral leg (Ctrl). Protein phosphorylation and 
abundance of components of the canonical insulin signaling cascade were assessed by Western Blot. 
Results are mean ± SEM. Quantification of data reported in Fig. 3F for n=10. * p<0.05 versus respective 
contralateral control leg (paired Student’s t-test).  


