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Supplementary Figure 1.  High fat feeding increases PGAT and liver tissue accumulation of CML-
AGE epitopes.  In mice fed HFD vs. LFD, PGAT (A) or liver tissue (B) was retrieved after two months 
diet and subjected to Western blotting for detection of CML-AGE epitopes.  After incubation of the 
blots with primary antibody, blots were stripped and re-probed with anti- actin IgG.  Densitometric 
analysis of intensity of CML-AGE epitopes (sum of the bands 1, 2 and 3, as labeled in the figure) 
normalized to -actin are reported from N=5 mice/group.   
 

 
 
 
 
Supplementary Figure 2.  Ager deletion has no effect in body mass or composition in agouti A/y mice.  
(A-B).  Wild-type Ay/a and Ay/a / RAGE null mice were age-matched and monitored over 140 days for 
body mass (A).  At 140 days, DEXA scanning was performed for determination of fat and lean mass in 
wild-type Ay/a and Ay/a / RAGE null mice (B).  In A-B, n=7-10 mice/group.  
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Supplementary Figure 3.  Administration of sRAGE: impact on energy expenditure and physical 
activity.  Wild-type C57BL/6 mice fed LFD were placed in metabolic cages and treated for five days 
with PBS injections (acclimation period).  Following this period, mice were treated with sRAGE (50 
µg/day IP) or equal volumes of PBS (100 µl) for three days. Food intake (A), VO2 consumption (B), 
VCO2 production (C), RER (D) and physical activity (E) were monitored for 72 hours after acclimation 
to the metabolic cages.  N=6 mice per group. 
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Supplementary Figure 4.  Reconstitution of WT mice with RAGE null vs. WT marrow: impact on 
energy expenditure and physical activity.  Wild-type C57BL/6 mice were subjected to lethal irradiation 
and reconstitution with either WT or RAGE null bone marrow.  Three months after the procedure, LFD-
fed mice were placed in metabolic cages and food intake (A), VO2 consumption (B), VCO2 production 
(C), RER (D) and physical activity (E) were monitored for 72 hours after acclimation to the metabolic 
cages.  N=6-9 mice per group. 
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Supplementary Figure 5.  Effect of Ager genotype on body temperature.  Wild-type or RAGE null 
mice were placed on HFD; after 2 months, body temperature was monitored using rectal probe.  N=6 
mice/group. 
 

 
 
 
Supplementary Figure 6.  Effects of Ager genotype on BAT levels of Ucp1 mRNA transcripts.  Wild-
type or RAGE null mice were subjected to LFD or HFD for 2 months; at the end of that time, BAT was 
retrieved and subjected to real time PCR for quantification of Ucp1 mRNA transcripts.  N=6 
mice/group.    
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Supplementary Figure 7.  Expression of Ager mRNA transcripts in PGAT of high fat fed mice.  Wild-
type mice were fed HFD for three months and at the end of that time, PGAT was retrieved and adipocyte 
vs. SVC populations prepared.   The SVC population was subjected to FACS to retrieve F4/80-
expressing macrophages; this population (noted as “ATM” or adipose tissue macrophages) and the 
adipocyte fraction were subjected to real time quantitative PCR for detection of Ager mRNA transcripts.  
N=3 mice/group.  
 

 
 
 
Supplementary  Table 1.  Primers for real time PCR experiments. 
 

Gene Name Gene Symbol Assay ID 
Tumor necrosis factor Tnfa Mm00443260_g1 
Chemokine (C-C motif) ligand 2 Ccl2 Mm00441242_m1 
Arginase1 Arg1 Mm00475988_m1 
Interleukin 10 Il10 Mm00439614_m1 
CD163 antigen Cd163 Mm00474091_m1 
Nitric oxide synthase 2, inducible Inos Mm00440502_m1 
CD209e antigen Cd209e Mm00459980_m1 
CD209d antigen Cd209d Mm00459972_m1 
EGF-like module containing, mucin-
like, hormone receptor-like sequence 
1 

Emr1 Mm00802529_m1 

High mobility Group Box 1 Hmgb1 Mm00849805_gH 
18S rRNA, 
Eukaryotic 18S rRNA Endogenous 

RNA, 18S 
ribosomal 5     

VIC-MGB 4318839 

Adiponectin Adipoq Mm00456425_m1 
 

Solute carrier family 2 (facilitated 
glucose transporter), member 4 

Slc2a4 Mm01245502_m1 
 

Uncoupling protein 1 Ucp1 Mm01244861_m1  

Rage Ager Mm01134790_g1 

 
 


