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Supplementary Table 1. Oligonucleotide primers used in quantitative and qualitative PCRs of this 
study. 
 

Primer Sequence 

Qualitative PCR primers  
Universal 16S rDNA forward 5′- GACGCTGAGGCATGAGAGCA-3′ 
Universal 16S reverse 5′- GGACTACCAGGGTATCTAATCCTGTT-3′ 

SFB  16S rDNA forward 5′- GACGCTGAGGCATGAGAGCA-3′ 

SFB  16S rDNA reverse 5′- GACGGCACGGATTGTTATTC-3′ 

IL-1 forward 5′-CGGACCCCAAAAGATGAAGG-3′ 

IL-1 reverse 5′- GTCCATTGAGGTGGAGAGCT-3 

IL-12 forward 5′- ACCTGAAACTCCCCAGGATG -3′ 
IL-12 reverse 5′- CCACCACAGTTGCTGACTCA -3′ 

RORγt forward 5′- GCGGAGCAGACACACTTACA -3′ 

RORγt reverse 5′- TTGGCAAACTCCACCACATA-3′ 

IFN- forward 5′- CGCTACACACTGCATCTTGG -3′ 

IFN- reverse 5′- CCTTTTGCCAGTTCCTCCAG -3′ 

IL-10 forward 5′- GCCGGGAAGACAATAACTGC -3′ 
IL-10 reverse 5′- GTCTTCAGCTTCTCACCCAG -3′ 

-actin forward 5′- GGGTGTGATGGTGGGAATGG-3′ 

-actin reverse 5′-GACAGTGAGGCCAGGATGGA-3′ 

Quantitative PCR primers  

T-bet forward 5′- GTTTGTGGATGTGGTCTTCG-3′ 

T-bet reverse 5′- TCTGGGTGGACATATAAGCG-3′ 
IL23 forward 5′- TTGTCCTTGAGTCCTTGT-3′ 

IL23 reverse 5′- ATGAATCTACTAAGAGAAGAAGAG-3′ 

IL-17 forward 5′- CAGCGATCATCCCTCAAA-3′ 
IL-17 reverse 5′- CCTTCTGGAGCTCACTTT-3′ 

RORγt forward 5′- AGCATCTATAGCACTGACGG-3′ 

RORγt reverse 5′- CAGAAACTGGGAATGCAGTG-3′ 
IL-10 forward 5′- AGCAGGTGAAGAGTGATT-3′ 

IL-10 reverse 5′- GCAGTTGATGAAGATGTCA-3′ 

IL-1 forward 5′- CAATGGACAGAATATCAAC-3′ 

IL-1 reverse 5′- ACAGGACAGGTATAGATT-3′ 

IFN- forward 5′-ACTGGCAAAAGGATGGTGAC-3′ 

IFN- reverse 5′-TGAGCTCATTGAATGCTTGG-3′ 

-actin forward 5′- AACTACATTCAATTCCATCA-3′ 

-actin reverse 5′- GAGCAGTAATCTCCTTCT-3′ 
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Supplementary Table 2.  pH of various alimentary tract compartments of AW and NW recipient 
mice*. 
 

Tissue/region 
 

AW NW 

Oral 7.5+0 9.5+0 

Esophagus 6+0.2 6+0.2 

Stomach 4.8+0.28 4.8+0.28 

Duodenum 6+0.05 6.1+ 0.1 

Jejunum 6.96 +0.15 7.1 +0.17 

Ileum 7.36+ 0.15 7.56+ 0.05 

Cecum 7.36+ 0.15 7.53+ 0.11 

Colon 7.32+ 0.05 7.61+ 0.25 

*Mice were given AW or NW for three days, euthanized and esophagus, stomach, duodenum, 
jejunum, ileum, cecum and colon were collected separately, the contents were flushed using distilled 
water (pH 7.0 prior to use for flushing), and the pH values were measured using a calibrated pH meter. 
Oral pH was measured using pH paper prior to euthanasia. Results are presented as mean ± SD of 
values obtained from 3 mice. 
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Supplementary Figure 1. Foxp3+ and CD62Lhigh T cell frequencies are comparable in AW and NW 
recipient mice with or without FT. Three to 4 week-old female NOD mice were purchased from JAX, 
either continued on AW or switched to NW and subjected to FT as described for Fig. 5 and euthanized at 
8 weeks of age. A) Single cell suspensions of various lymphoid organs were examined for intracellular 
expression of the regulatory T cell marker Foxp3 in CD4+ T cells by FACS. B) Single cell suspensions 
of the indicated lymphoid organs were also examined for surface expression of CD62L on CD4+ and 
CD8+ T cells by FACS. Representative FACS analysis graphs (left panels) and mean ± SD of values 
of samples from 3 mice/group, tested independently, are shown as bar diagrams. This experiment 
was repeated once with similar number of mice. 
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Supplementary Figure 2. AW and NW groups of mice show comparable memory T cell frequencies. 
Four week-old NOD mice were either continued on AW or switched to NW for 4 weeks, euthanized at 
8 weeks of age, and single suspensions of spleen, PnLN, PP, and MnLN were stained using CD4, 
CD8, CD44, CD62L, CD127, and CCR7 antibodies and examined for T cells with memory and   naïve 
phenotypes by FACS. A) Representative FACS analysis graphs (left panel) and mean percentage 
values (4 mice/group) for CD62high/CD44low and CD62Llow/ CD44high populations (right panel) 
are shown. B) Expression levels of CD127 and CCR7 were examined on both CD62Llow and 
CD62Lhigh populations of CD4 and CD8 T cells. Representative histograms (left panel; open 
histograms: background control staining of a T cell population of a representative sample, filled 
histograms: marker specific staining of individual samples) and mean fluorescence intensity (MFI) 
values of samples from 4 mice stained independently (lower right panel) are shown.   
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Supplementary Figure 3. Switching B6 mice from NW to AW results in dysbiosis.  Six week-old B6 
mice were purchased from TAC to obtain fecal pellets for experiments of Figs. 3-6. These mice were 
continued on NW or switched to AW for 2 months and DNA prepared from the distal ileum samples 
was subjected to 16S rDNA targeted sequencing. The data was analyzed as described for Fig. 3 and the 
mean percentage values of bacterial sequences that were identified to species levels are shown. 
Percentage values of all identified bacterial communities are shown. 
 

 

 

 

 

 

 

 

 

 


