Supplemental material
Table S1: Sequences of primers used for cloning of luciferase reporter vectors and for amplification of band shift probes from the respective luciferase reporter vector carrying the respective SNP variation combination.

	Primers used
	Sequenz 5´-3´

	apm1for
	GAGGGGTGAAGGGCATGAGGAATTAGAAAGCAT

	apm1rev
	CCCTCTGGTATGGAATCAGAACCACAGACTGCA

	P-11426G>A
	CCCTTGCTGGGGTCGTAGTTTAATTCATCAGAATG

	P-11391A>G
	TGGCTTGCAAGAACCAGCTCAGATCCTGCCC

	-11391&-11377
	TGGCTTGCAAGAACCAGCTCAGATCCTGCGCTTCAAAAAC

	P-11377 G>C
	AACCGGCTCAGATCCTGCGCTTCAAAAACAAAACATG

	PAdp2125
	TGGCTTGCAAGAACCAGCTCAGATCCTGCGC

	EMSA-5’
	GCGAAGCTTATCCTAAGCCCTTGCTGGG

	EMSA-3’
	GCGAAGCTTGGCACGCTCATGTTTTGTT


Table S2: Primer combinations that have been used for cloning of the MMM luciferase construct or for mutagenesis of the different SNP combinations into this vector.

	Construct
	Primer

	mmm-luc
	PAdp2125

	MMM-luc
	apM1for and apm1rev

	mMM-luc
	P-11426G>A

	Mmm-luc
	-11391&-11377

	MmM-luc
	P-11391A>G

	mMm-luc
	P-11426G>A and P-11377 G>C

	MMm-luc
	P-11377 G>C

	mmM-luc
	P-11426G>A and P-11391A>G
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Figure §1:
Sequence ofthe AP promoter region (Chiomosame 3 posiion 1880421 04-
188042183) which has been used for EMSA analysis. Underlined are as

designated the here analyzed SNP1 (1s16351194), SNP2 (1517300539) and SNP3
(rs266729)











1

