Online Appendix 1. 

Bayesian method for heteroschedastic error in the AG-HbA1c model

We assume the mean AG to be a simple linear function of HbA1c :
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We assume the variance of AG depends on the HbA1c level
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We used the Bayesian method for statistical inference. We attach flat priors to the parameters 
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 and use WinBUGS software to fit this model. A posterior p-value < 0.05 suggests that 
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, rejecting the hypothesis that the AG has a constant variance.

Online Appendix 2

Bland-Altman type of analysis of the difference between the actual minus estimated glucose value (y-axis) plotted against the average glucose level, derived from the regression equation, on the x-axis. 
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